Relative quantification using ChIP-qPCR of H3K9me3, H3K27me3, H4K16ac and H3K36me3 at A) the repressed macrosatellite repeat CT47 and B) the promoter of the actively transcribed GAPDH locus.
Supplemental figure legends
Supplemental figure S1. Activation of senescence associated β-galactosidase in late passage WI-38 fibroblasts.
Representative bright field images (100x magnification) of Early (upper panel) and Late (lower panel) WI-38 fibroblasts upon stained for β-galactosidase activity. Extensive X-gal staining in more than 90% of the late passage cells indicates activation of senescence associated β -galactosidase, whereas in early passage cells only background staining and sporadic positive cells were observed.
Supplemental figure S2
. Relative quantification of histone modifications at the CT47 macrosatellite repeat and GAPDH promoter upon senescence.
Relative quantification using ChIP-qPCR of H3K9me3, H3K27me3, H4K16ac and H3K36me3 at A) the repressed macrosatellite repeat CT47 and B) the promoter of the actively transcribed GAPDH locus.
Upon senescence, H3K9me3 and H3K27me3 levels remain largely unchanged at both loci, whereas 
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